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DETAILED ACTION 

Election/Restrictions 

1. Restriction is required under 35 U.S.C. 121 and 372. 

This application contains the following inventions or groups of inventions which are not 

so linked as to form a single general inventive concept under PCT Rule 13. 1. 

In accordance with 37 CFR 1.499, applicant is required, in response to this action, to 

elect a single invention to which the claims must be restricted. 

Group 1, claims 1-7, 9, 1 1, 16, 17, 19, 22 and 26, drawn to an isolated polypeptide 
comprising an amino acid sequence related to SEQ ID NO:l; a composition comprising the 
polypeptide, an isolated polynucleotide encoding a polypeptide related to SEQ ID NO:l or a 
polynucleotide related to SEQ ID NO: 12, a cell transformed with the polynucleotide, a method 
for producing a polypeptide related to SEQ ID NO:l, and a method for screening a compound 
that modulating the activity of the polypeptide. 

Group 2, claims 1, 2, 16 and 17, drawn to an isolated polypeptide comprising an amino 
acid sequence related to SEQ ID NO:2; a composition comprising the polypeptide. 

Group 3, claims 1, 2, 16 and 17, drawn to an isolated polypeptide comprising an amino 
acid sequence related to SEQ ID NO:3; a composition comprising the polypeptide. 

Group 4, claims 1,2, 16 and 17, drawn to an isolated polypeptide comprising an amino 
acid sequence related to SEQ ID NO:4; a composition comprising the polypeptide. 

Group 5, claims 1,2, 16 and 17, drawn to an isolated polypeptide comprising an amino 
acid sequence related to SEQ ID NO: 5; a composition comprising the polypeptide. 

Group 6, claims 1,2, 16 and 17, drawn to an isolated polypeptide comprising an amino 
acid sequence related to SEQ ID NO:6; a composition comprising the polypeptide. 

Group 7, claims 1, 2, 16 and 17, drawn to an isolated polypeptide comprising an amino 
acid sequence related to SEQ ID NO: 7; a composition comprising the polypeptide. 

Group 8, claims 1,2, 16 and 17, drawn to an isolated polypeptide comprising an amino 
acid sequence related to SEQ ID NO:8; a composition comprising the polypeptide. 

Group 9, claims 1,2, 16 and 17, drawn to an isolated polypeptide comprising an amino 
acid sequence related to SEQ ID NO:9; a composition comprising the polypeptide. 

Group 10, claims 1,2, 16 and 17, drawn to an isolated polypeptide comprising an amino 
acid sequence related to SEQ ID NO: 10; a composition comprising the polypeptide. 

Group 11, claims 1,2, 16 and 17, drawn to an isolated polypeptide comprising an amino 
acid sequence related to SEQ ID NO:l 1; a composition comprising the polypeptide. 
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Group 12, claims 3-7, 9 and 11, drawn to an isolated polynucleotide encoding a 
polypeptide related to SEQ ID NO:2 or a polynucleotide related to SEQ ID NO: 13, a cell 
transformed with the polynucleotide, a method for producing a polypeptide related to SEQ ID 
NO:2. 

Group 13, claims 3-7, 9 and 1 1, drawn to an isolated polynucleotide encoding a 
polypeptide related to SEQ ID NO:3 or a polynucleotide related to SEQ ID NO: 14, a cell 
transformed with the polynucleotide, a method for producing a polypeptide related to SEQ ID 
NO:3. 

Group 14, claims 3-7, 9 and 11, drawn to an isolated polynucleotide encoding a 
polypeptide related to SEQ ID NO:4 or a polynucleotide related to SEQ ID NO: 15, a cell 
transformed with the polynucleotide, a method for producing a polypeptide related to SEQ ID 
NO:4. 

Group 15, claims 3-7, 9 and 1 1, drawn to an isolated polynucleotide encoding a 
polypeptide related to SEQ ID NO:5 or a polynucleotide related to SEQ ID NO: 16, a cell 
transformed with the polynucleotide, a method for producing a polypeptide related to SEQ ID 
NO:5. 

Group 16, claims 3-7, 9 and 1 1, drawn to an isolated polynucleotide encoding a 
polypeptide related to SEQ ID NO:6 or a polynucleotide related to SEQ ID NO: 17, a cell 
transformed with the polynucleotide, a method for producing a polypeptide related to SEQ ID 
NO:6. 

Group 17, claims 3-7, 9 and 11, drawn to an isolated polynucleotide encoding a 
polypeptide related to SEQ ID NO:7 or a polynucleotide related to SEQ ID NO: 18, a cell 
transformed with the polynucleotide, a method for producing a polypeptide related to SEQ ID 
NO:7. 

Group 18, claims 3-7, 9 and 1 1, drawn to an isolated polynucleotide encoding a 
polypeptide related to SEQ ID NO:8 or a polynucleotide related to SEQ ID NO: 19, a cell 
transformed with the polynucleotide, a method for producing a polypeptide related to SEQ ID 
NO:8. 

Group 19, claims 3-7, 9 and 1 1, drawn to an isolated polynucleotide encoding a 
polypeptide related to SEQ ID NO:9 or a polynucleotide related to SEQ ID NO:20, a cell 
transformed with the polynucleotide, a method for producing a polypeptide related to SEQ ID 
NO:9. 

Group 20, claims 3-7, 9 and 1 1, drawn to an isolated polynucleotide encoding a 
polypeptide related to SEQ ID NO: 10 or a polynucleotide related to SEQ ID NO:21, a cell 
transformed with the polynucleotide, a method for producing a polypeptide related to SEQ ID 
NO: 10. 

Group 21, claims 3-7, 9 and 1 1, drawn to an isolated polynucleotide encoding a 
polypeptide related to SEQ ID NO:l 1 or a polynucleotide related to SEQ ID NO:22, a cell 
transformed with the polynucleotide, a method for producing a polypeptide related to SEQ ID 
NO:ll. 

Group 22, claim 8, drawn to a transgenic organism comprising a recombinant 
polynucleotide having a promoter operably linked to a polynucleotide encoding a polypeptide 
related to SEQ ID NO: 1. 
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Group 23, claim 8, drawn to a transgenic organism comprising a recombinant 
polynucleotide having a promoter operably linked to a polynucleotide encoding a polypeptide 
related to SEQ ID NO:2. 

Group 24, claim 8, drawn to a transgenic organism comprising a recombinant 
polynucleotide having a promoter operably linked to a polynucleotide encoding a polypeptide 
related to SEQ ID NO:3. 

Group 25, claim 8, drawn to a transgenic organism comprising a recombinant 
polynucleotide having a promoter operably linked to a polynucleotide encoding a polypeptide 
related to SEQ ID NO:4. 

Group 26, claim 8, drawn to a transgenic organism comprising a recombinant 
polynucleotide having a promoter operably linked to a polynucleotide encoding a polypeptide 
related to SEQIDNO:5. 

Group 27, claim 8, drawn to a transgenic organism comprising a recombinant 
polynucleotide having a promoter operably linked to a polynucleotide encoding a polypeptide 
related to SEQ ID NO:6. 

Group 28, claim 8, drawn to a transgenic organism comprising a recombinant 
polynucleotide having a promoter operably linked to a polynucleotide encoding a polypeptide 
related to SEQ ID NO:7. 

Group 29, claim 8, drawn to a transgenic organism comprising a recombinant 
polynucleotide having a promoter operably linked to a polynucleotide encoding a polypeptide 
related to SEQ ID NO:8. 

Group 30, claim 8, drawn to a transgenic organism comprising a recombinant 
polynucleotide having a promoter operably linked to a polynucleotide encoding a polypeptide 
related to SEQ ID NO:9. 

Group 31, claim 8, drawn to a transgenic organism comprising a recombinant 
polynucleotide having a promoter operably linked to a polynucleotide encoding a polypeptide 
related to SEQ ID NO: 10. 

Group 32, claim 8, drawn to a transgenic organism comprising a recombinant 
polynucleotide having a promoter operably linked to a polynucleotide encoding a polypeptide 
related to SEQ ID NO:l 1. 

Group 33, claim 10, drawn to an isolated antibody which specifically binds to a 
polypeptide related to SEQ ID NO: 1. 

Group 34, claim 10, drawn to an isolated antibody which specifically binds to a 
polypeptide related to SEQ ID NO: 2. 

Group 35, claim 10, drawn to an isolated antibody which specifically binds to a 
polypeptide related to SEQ ID NO: 3. 

Group 36, claim 10, drawn to an isolated antibody which specifically binds to a 
polypeptide related to SEQ ID NO: 4. 

Group 37, claim 10, drawn to an isolated antibody which specifically binds to a 
polypeptide related to SEQ ID NO: 5. 

Group 38, claim 10, drawn to an isolated antibody which specifically binds to a 
polypeptide related to SEQ ID NO: 6. 



Application/Control Number: 10/049,742 Page 5 

Art Unit: 1653 

Group 39, claim 10 5 drawn to an isolated antibody which specifically binds to a 
polypeptide related to SEQ ID NO: 7. 

Group 40, claim 10, drawn to an isolated antibody which specifically binds to a 
polypeptide related to SEQ ID NO: 8. 

Group 41, claim 10, drawn to an isolated antibody which specifically binds to a 
polypeptide related to SEQ ID NO: 9. 

Group 42, claim 10, drawn to an isolated antibody which specifically binds to a 
polypeptide related to SEQ ID NO: 10. 

Group 43, claim 10, drawn to an isolated antibody which specifically binds to a 
polypeptide related to SEQ ID NO : 1 1 . 



Group 44, claims 13 and 15, drawn to a method for detecting a target polynucleotide in a 
sample by detecting the hybridization complex or using PCR to amplify the polynucleotide, 
where the nucleotide sequence is related to SEQ ID NO: 12. 

Group 45, claims 13 and 15, drawn to a method for detecting a target polynucleotide in a 
sample by detecting the hybridization complex or using PCR to amplify the polynucleotide, 
where the nucleotide sequence is related to SEQ ID NO: 13. 

Group 46, claims 13 and 15, drawn to a method for detecting a target polynucleotide in a 
sample by detecting the hybridization complex or using PCR to amplify the polynucleotide, 
where the nucleotide sequence is related to SEQ ID NO: 14. 

Group 47, claims 13 and 15, drawn to a method for detecting a target polynucleotide in a 
sample by detecting the hybridization complex or using PCR to amplify the polynucleotide, 
where the nucleotide sequence is related to SEQ ID NO: 15. 

Group 48, claims 13 and 15, drawn to a method for detecting a target polynucleotide in a 
sample by detecting the hybridization complex or using PCR to amplify the polynucleotide, 
where the nucleotide sequence is related to SEQ ID NO: 16. 

Group 49, claims 13 and 15, drawn to a method for detecting a target polynucleotide in a 
sample by detecting the hybridization complex or using PCR to amplify the polynucleotide, 
where the nucleotide sequence is related to SEQ ID NO: 17. 

Group 50, claims 13 and 15, drawn to a method for detecting a target polynucleotide in a 
sample by detecting the hybridization complex or using PCR to amplify the polynucleotide, 
where the nucleotide sequence is related to SEQ ID NO: 18. 

Group 51, claims 13 and 15, drawn to a method for detecting a target polynucleotide in a 
sample by detecting the hybridization complex or using PCR to amplify the polynucleotide, 
where the nucleotide sequence is related to SEQ ID NO: 19. 

Group 52, claims 13 and 15, drawn to a method for detecting a target polynucleotide in a 
sample by detecting the hybridization complex or using PCR to amplify the polynucleotide, 
where the nucleotide sequence is related to SEQ ID NO:20. 

Group 53, claims 13 and 15, drawn to a method for detecting a target polynucleotide in a 
sample by detecting the hybridization complex or using PCR to amplify the polynucleotide, 
where the nucleotide sequence is related to SEQ ID NO:21 . 
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Group 54, claims 13 and 15, drawn to a method for detecting a target polynucleotide in a 
sample by detecting the hybridization complex or using PCR to amplify the polynucleotide, 
where the nucleotide sequence is related to SEQ ID NO:22. 



Group 55, claims 19, 22 and 26, drawn to a method for screening a compound that 
modulating the activity of a polypeptide related to SEQ ID NO:2. 

Group 56, claims 19, 22 and 26, drawn to a method for screening a compound that 
modulating the activity of a polypeptide related to SEQ ID NO:3. 

Group 57, claims 19, 22 and 26, drawn to a method for screening a compound that 
modulating the activity of a polypeptide related to SEQ ID NO:4. 

Group 58, claims 19, 22 and 26, drawn to a method for screening a compound that 
modulating the activity of a polypeptide related to SEQ ID NO:5. 

Group 59, claims 19, 22 and 26, drawn to a method for screening a compound that 
modulating the activity of a polypeptide related to SEQ ID NO:6> 

Group 60, claims 19, 22 and 26, drawn to a method for screening a compound that 
modulating the activity of a polypeptide related to SEQ ID NO:7. 

Group 61, claims 19, 22 and 26, drawn to a method for screening a compound that 
modulating the activity of a polypeptide related to SEQ ED NO: 8. 

Group 62, claims 19, 22 and 26, drawn to a method for screening a compound that 
modulating the activity of a polypeptide related to SEQ ID NO:9. 

Group 63, claims 19, 22 and 26, drawn to a method for screening a compound that 
modulating the activity of a polypeptide related to SEQ ID NO: 10. 

Group 64, claims 19, 22 and 26, drawn to a method for screening a compound that 
modulating the activity of a polypeptide related to SEQ ID NO: 1 1 . 



Group 65, claim 25, drawn to a method for screening a compound that specifically binds 
to a polypeptide related to SEQ ID NO:l. 

Group 66, claim 25, drawn to a method for screening a compound that specifically binds 
to a polypeptide related to SEQ ID NO:2. 

Group 67, claim 25, drawn to a method for screening a compound that specifically binds 
to a polypeptide related to SEQ ID NO:3. 

Group 68, claim 25, drawn to a method for screening a compound that specifically binds 
to a polypeptide related to SEQ ID NO:4. 

Group 69, claim 25, drawn to a method for screening a compound that specifically binds 
to a polypeptide related to SEQ ID NO:5. 

Group 70, claim 25, drawn to a method for screening a compound that specifically binds 
to a polypeptide related to SEQ ID NO:6. 

Group 71, claim 25, drawn to a method for screening a compound that specifically binds 
to a polypeptide related to SEQ ID NO:7. 

Group 72, claim 25, drawn to a method for screening a compound that specifically binds 
to a polypeptide related to SEQ ID NO:8. 
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Group 73, claim 25, drawn to a method for screening a compound that specifically binds 
to a polypeptide related to SEQ ID NO:9. 

Group 74, claim 25, drawn to a method for screening a compound that specifically binds 
to a polypeptide related to SEQ ID NO: 10. 

Group 75, claim 25, drawn to a method for screening a compound that specifically binds 
to a polypeptide related to SEQ ID NO: 1 1 . 

Group 76, claim 28, drawn to a method for assessing toxicity of a test compound by 
treating a biological sample containing nucleic acids with the test compound, hybridizing the 
nucleic acids of the treated sample with a probe comprising at least 20 contiguous nucleotides of 
a nucleotide sequence of SEQ ID NO: 12. 

Group 77, claim 28, drawn to a method for assessing toxicity of a test compound by 
treating a biological sample containing nucleic acids with the test compound, hybridizing the 
nucleic acids of the treated sample with a probe comprising at least 20 contiguous nucleotides of 
a nucleotide sequence of SEQ ID NO: 13. 

Group 78, claim 28, drawn to a method for assessing toxicity of a test compound by 
treating a biological sample containing nucleic acids with the test compound, hybridizing the 
nucleic acids of the treated sample with a probe comprising at least 20 contiguous nucleotides of 
a nucleotide sequence of SEQ ID NO: 14. 

Group 79, claim 28, drawn to a method for assessing toxicity of a test compound by 
treating a biological sample containing nucleic acids with the test compound, hybridizing the 
nucleic acids of the treated sample with a probe comprising at least 20 contiguous nucleotides of 
a nucleotide sequence of SEQ ID NO: 15. 

Group 80, claim 28, drawn to a method for assessing toxicity of a test compound by 
treating a biological sample containing nucleic acids with the test compound, hybridizing the 
nucleic acids of the treated sample with a probe comprising at least 20 contiguous nucleotides of 
a nucleotide sequence of SEQ ID NO: 16. 

Group 81, claim 28, drawn to a method for assessing toxicity of a test compound by 
treating a biological sample containing nucleic acids with the test compound, hybridizing the 
nucleic acids of the treated sample with a probe comprising at least 20 contiguous nucleotides of 
a nucleotide sequence of SEQ ID NO: 17. 

Group 82, claim 28, drawn to a method for assessing toxicity of a test compound by 
treating a biological sample containing nucleic acids with the test compound, hybridizing the 
nucleic acids of the treated sample with a probe comprising at least 20 contiguous nucleotides of 
a nucleotide sequence of SEQ ID NO: 18. 

Group 83, claim 28, drawn to a method for assessing toxicity of a test compound by 
treating a biological sample containing nucleic acids with the test compound, hybridizing the 
nucleic acids of the treated sample with a probe comprising at least 20 contiguous nucleotides of 
a nucleotide sequence of SEQ ID NO: 19. 

Group 84, claim 28, drawn to a method for assessing toxicity of a test compound by 
treating a biological sample containing nucleic acids with the test compound, hybridizing the 
nucleic acids of the treated sample with a probe comprising at least 20 contiguous nucleotides of 
a nucleotide sequence of SEQ ID NO:20. 
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Group 85, claim 28, drawn to a method for assessing toxicity of a test compound by 
treating a biological sample containing nucleic acids with the test compound, hybridizing the 
nucleic acids of the treated sample with a probe comprising at least 20 contiguous nucleotides of 
a nucleotide sequence of SEQ ID NO:21. 

Group 86, claim 28, drawn to a method for assessing toxicity of a test compound by 
treating a biological sample containing nucleic acids with the test compound, hybridizing the 
nucleic acids of the treated sample with a probe comprising at least 20 contiguous nucleotides of 
a nucleotide sequence of SEQ ID NO:22. 

The claims of these groups are directed to different inventions, which are not linked to 
form a single general concept. The claims in the different groups do not have in common the 
same or corresponding technical features. In particular, each group is directed to distinct 
chemical entities and/or methods which use different materials and produce different effects. 
Accordingly, the claims are not so linked by a special technical feature within the meaning of 
PCT Rule 13.2 so as to form a single inventive concept and lack of unity is deemed proper. 

Insofar as Groups 1-86 are directed to polypeptides, polynucleotides, methods of making 
polypeptides, and methods of use polypeptides and polynucleotides, each is defined by a 
sequence of amino acids and nucleotides that is independent and/or patentably distinct, one from 
the other. 

Applicant is advised that the reply to this requirement to be complete must include an 
election of the invention to be examined even though the requirement is traversed (37 CFR 
1.143). 

Applicant is reminded that upon the cancellation of claims to a non-elected invention, the 
inventorship must be amended in compliance with 37 CFR 1.48(b) if one or more of the 
currently named inventors is no longer an inventor of at least one claim remaining in the 
application. Any amendment of inventorship must be accompanied by a petition under 37 CFR 
1.48(b) and by the fee required under 37 CFR 1.1 7(i). 
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A telephone call was made to Diana Hamlet-Cox on September 22, 2003 to request an 
oral election to the above restriction requirement, but did not result in an election being made. 

Any inquiry concerning this communication or earlier communications from the 
examiner should be directed to Chih-Min Kam whose telephone number is (703) 308-9437. The 
examiner can normally be reached on 8.00-4:30, Mon-Fri. 

If attempts to reach the examiner by telephone are unsuccessful, the examiner's 
supervisor, Christopher Low can be reached on (703) 308-2923. The fax phone numbers for the 
organization where this application or proceeding is assigned are (703) 308-0294 for regular 
communications and (703) 308-4227 for After Final communications. 

Any inquiry of a general nature or relating to the status of this application or proceeding 
should be directed to the receptionist whose telephone number is (703) 308-0196. 

Chih-Min Kam, Ph. D. Oti^ 
Patent Examiner 




September 22, 2003 



CHRISTOPHER S. F. LOW 
SUPERVISORY PATENT EXAMINER 
TECHNOLOGY CENTER 1000 



